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, 1 GGTGTCCGGAGCCGCGG ACCTAGAGATCCCA 

32 GAAGCCACAGCGCAGCGGCCCGGCCCGCCACTATTTCCAGGCTCTGCGGGGCAGGGGCCGCCGCCCACCGCCCGCCGCC 
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1251 AGC TTC CTG GAG CCG CGC GAG GAG CGC CCG GGC GAG CAA AGC CAG i GGC ACC CAG AGC CAA 

SLLEAG£ERPGEQSO|-CTQSQ 400 

1311 CCT TCC CCC CTC CAG GAC CCT GAG TCC TTC CCC CAC CTG CTG CCA TTC TAC GAC GGC ATC 

CSALQDPECFAHLLRFYDGI 420 

1371 TCC AAA TCC GAG CAC GGC ACT CCC ACG CCT GTG CTG CAC GTG GGC TGG CCC ACC TTT CTT 

CKWEECS PTPVLIIVCWATFL 440 

1431 CTG CAG TCC CTA CCC CCT TTT GAG CCA CAG I CTG CGG CAG AAG CTG CCC ATA CTG AGC CGA 

VQSLGR F EGQlVROKVR i VSR 460 

•son t I mm 10 

14 91 CAG CCC GAG CCG CCC GAC GCC GAG CAG CCG TGG CGC CAC GAA CCC CCG CAA CCC CGG CGG 

E A E A A E A EEPWGEEAREGRR 480 

1551 CGG GCC CCA COG CGG GAG TCC AAC CCA CAG GAG CCC CCG CCG CCC AAG AAG CCA CCA CTG 

RCPRRESKPEEPPPPKKPAL 500 

161 1 GAC AAG GGC CTC GGC ACC GGC CAC OCT CCA CTC TCA GGA CCC CCC CGG AAG CCT CCT CCG 

U*CLCTGOGAVSGPPRKPPG 520 

1671 ACT CTC GCT GGC ACA GCC CGA GCC CCT CAA GGT CCC ACC ACG CCT CAG CTC CCA CCA CCC 

TVACTARGfEGGSTAQVPAP 540 

17J1 CCA OCA TCA CCA CCG COO CAC OCT CCA CTG CTC ACT TTC CAC ACT CAG AAG ATG AAG CCC 

AASPPPECPVLTPOSEKMKC 560 

1791 ATG AAG GAC CTC CTC CTG CCC ACC AAG ATC AAC TCC AGC GCC ATC AAG CTC CAA CTC ACG 

MKELUVATKINSSA1KLQLT560 

1851 GCA CAC T\X3 CAA CTG CAG ATG AAG AAC CAG AAA CTG TCC ACC CCT ACT GAC TAC ACT CTC 

AQSQVQHKKOKVSTPSDYTL 60 0 



TCA 



ACTACTGGGGACTTCGGACCGCTTGTGGGGACCCA 



1911 TCT TTC CTC AAC CCG CAG CCC AAA GCC CTC 
SFLKRQRKGL 

1 9*7 9 GGCTCCGCCTTAGTCCCCCAACTCTGAGCCCATGTTCTGCCCCCAGCC 

2058 CCTAGGTTCCCGGTCCCG AGTAC AC^TCTGT ATC AAACCC ACG ATTTTCTC C AG CTC AG AAC C C AGGG CTCTG CCCC ACT 

2137 CG TT AG AATATAGGTCTCTTCTCCC AG AATCCC AG CCGGCC AATGG AAACCTC ACG CTGGG TCCTAATT ACC AGTCTTT 

2216 AAAGGCCCAGCCCCTAGAAACCCAAGCTCCTCCTCGGAACCGCTCACCTAGAGCCAGACCAACGTTACTCAGGGCTCCT 

229 5 CCCAGCTTGTAGGACCTGAGCTTTCACCCTTAACCCAAGGG AGCACACCTCCCACCTCCAGCCCGGGGAGCCTAGG ACC 

237 4 ACTCAGCCCCTAGGAGTATATTTCCGCACTTCAGAATTCCATATCTTG 

2 4 53 AGTCCTCCTTCCAGAATTTCGAAATCCTAGTTTCCTCTCCTTC^ 

253 2 CCTATGAGCATCCTGAGCCCCGCCCTCTTCCTGACGAAACTGGCCCCGGATCAGAGCAGG 

2 611 GGGAACCTCCCAGAGGTCCAGCCCATCTCGGAGCATCCCGGAGGAAATCTGCAGAG^ 

2 69 0 CCTGATCTCTTCCTGTTTTGTACATAGATTTATTTTTCAGTTCCAAGAAA 

2769 AAAA L_ J 
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Figure H 

Mutations in the MEN1 gene 
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